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Isolation and Sequence Analysis of the cDNA Encoding
Schistosoma japonicum Arginase

W U Zhong-dao, ZHENG Yi-nan, XU Jing, YU Xin-bing

(Department of Parasitology, Sun Yat-sen University of Medical Sciences, Guangzhou 510089 China)

Abstract. [Objectives] To isolate and identify novel genes of Schistosoma japonicum (S. j) from ¢cDNA li-

brary. [Methods] ¢cDNA clones were screened from S.j ¢cDNA library by immunological method, the inserts of

positive cDNA clones were identified by PCR directed sequencing and homologous searching of EST, the ¢cDNA

sequence encoding S.j arginase was analyzed by the subcloning and bioinformatics. [ Results] The positive

¢DNA clone with 1061 bp insert was isolated from S.j ¢cDNA library, which sequence of the insert included a

ORF with 840 bp, and translated into 279 amino acid residues. The deduced protein was similar to the arginase
family, the homology at amino acid sequence level was 4494, 50%, 51 %, 53% and 54% with schizosacach-

aromyces pombe (fission yeast) arginase, xenopus laevis (african clawed frog) arginase, homo sapiens (human)

arginase ii precursor and rattus norvegicus (rat) arginase ii precursor respectively. [Conclusion] The full-dength

¢DNA sequence encoding Schistosoma japonicum arginase was cloned, which gave the basis for further studying

of Schistosoma japonicum arginase.
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Fig. 1 cDNA sequence and its deduecd amino acid sequence
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icum cDNA library
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Fig. 2 Homology analysis of Deduced amino sequence
of Schistosoma japonicum arginase and other
arginase sequences

*: Conserved amino; Fimst line: Deduced amino sequence of

Sdistosoma japonicum arginase; Second line: ARG2-RAT 008701

rattus norvegicus ) (rat). arginase ii precursor; Third line: ARG2-

HUMAN P78540 homo sapiens Chuman). arginase ii precursor; Fourth

line ARG2-XENLA Q91554 xenopus laevis (african clawed frog).

arginase Fifth line; ARG1-SCHPO P37818 schizasuccharomyees pombe

(fission yeast). arginase

Riordan 7 ,
(cystic fibrosis trans-

membrane conductance regulator)

) , . .RNA

’ ;@

~ ( CDNA ’

s /
Do )



88

(Acad J SUMS), 2001, 22(2)

) . ) CDNA
b b
GenBank/EM BL SWISS-
PROT s
, [ 1 . [ M].
, 1991.214 ~ 215.
GCG , (7
DNA b . .
[n. , 1997, 13
’ (6):23.
[ 3] ’ ’ ’
Webgen  ExPasy , DN A PCR 7.
(ORF) . 1998, 10( D 7.
. [4 , s . ( )
“ORF and protein analysis”, EST [J]-
“Hepolya”, “ Com pute PI/ M W”, “InterPro Search”, » 2000, 16(D: 3.
“ScanPileScan”  “MSA” : (3 ) ) ’
. , 1996, 16(2): 2.
cDNA [
[ 6 FooteS ], Speed T, Handman E. W hat can bicinformatics
JAYWOp22. GY cDNA . i
do for parasitology research[ J] ? Parasitology Today,
’ ’ 840 bp 1998 14(9): 346.
’ 279 ’ ’ [ 71 Riordan J R. From the gene to the physiopathology: the
g physiop gy
v functions of CETR protein. Arch Pediat, 1996, 3 Suppl
44% ~ 54 Y. ; 1: 108s.
( )
cDNA,
NAY =3 =7 2
a7 PR AR A I R AT
( 510080)
1969 30 , 1 ,
2000

(TR %)



